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SEQUENCE LISTING 



Sentenac, A. 

<120> GSne tfHIA de Candida albicans (CAtfUIA) et la 
prot,ine cod,e CATFIIIA. 

<130> 146.1365 

<140> US 09/831, 804 
<141> 2001-05-09 

<160> 9 

<170> Patentln Vers. 2.0 

<210> 1 
<211> 2060 
<212> DNA 

<213> Candida albicans 
<400> 1 



ctttattagg 


aagattggct 


aggccatttt 


gt a t tacggg 


tctccaaagt 


gcaattgttt 


60 


tagtaaatat 


ccaatcattg 


ggcttcagtg 


tgaatggggg 


t tgtcaatct 


cttggtgtag 


120 


aaataggcgc 


aggcctccga 


atcccaaaaa 


aagaagaatc 


aggatgtctc 


ggctgcaaga 


180 


tttgtagcca 


tggcaaatgc 


cgaaaaatga 


aaaaaaaaaa 


aaagtctact 


gggcccacct 


240 


acaaaaggaa 


aagtgattga 


actagatcag 


tagtggtctg 


gaccctctat 


aattttataa 


300 


tattgtcacg 


ggctttagaa 


tttgtataat 


tgtgtgtctg 


acactctgtg 


gttaatatct 


360 


ggacatctcg 


ttccccttgt 


gaagggtcgt 


ctgtaatgaa 


ttcatgatca 


agaataatat 


420 


gactttgctc 


acttcataga 


gtgccgactt 


gattattatt 


gagct ttatc 


ctctgtaata 


480 


tatcgtaacc 


acttgactta 


tttccttgtt 


gtgggatt ca 


ct ttggatga 


tgatgttaac 


540 


caaatgtaat 


tggtacaatc 


ctttttgtcc 


ttgtcgcgac 


ttcctttaat 


atcgcgactt 


600 


atttcattaa 


tgagacgcaa 


cgcattcctc 


tctccataga 


aaaaaaaaat 


aacaaactga 


660 


aaaaataaac 


agcggacctc 


atctcttttt 


ttcaaatcca 


ctttttatta 


ctttattcaa 


720 


tgagtgaaag 


tgacgaaacc 


aaatcgatat 


catctttaat 


atcttcttct 


tcttcatcac 


780 


gtcccaaaaa 


gtatatttgc 


acatatgaag 


ggtg tga taa 


agcctataat 


cgaccatcat 


840 


tattagagca 


acatttaaga 


acccacagta 


atgatcga cc 


gtataaatgt 


acagtggacg 


900 


attgtgataa 


agcatttttc 


agaaaatcac 


at ttggaaac 


acatattgta 


tcacattccg 


960 
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His Asp Asp Asn Leu Gin Arg He 
370 375 

Lys Glu Glu Thr Pro Glu Gly Glu 
385 390 

Asp Leu Leu Pro Asn Glu Thr Ser 
405 



Glu Ser Phe Leu Asn Ser He Glu 

380 

Pro Leu Val Lys Lys Ala Arg Met 

395 400 

Val He Ser Arg 
410 



<210> 4 
<211> 21 
<212> DNA 

<213> Candida albicans 
<400> 4 

atgagtgaaa gtgacgaaac c 21 

<210> 5 
<211> 24 
<212> DNA 

<213> Candida albicans 
<400> 5 

attggaatgg ttttttttcg gaat 24 



<210> 6 
<211> 23 
<212> DNA 

<213> Candida albicans 
<400> 6 

tggtttcgtc actttcactc att 23 



<210> 7 
<211> 25 
<212> DNA 

<213> Candida albicans 
<400> 7 

atgttaagtc atgatgattc tacca 25 



<210> 8 
<211> 27 
<212> DNA 

<213> Candida albicans 
<400> 8 

ccttagaatt caccatgagt gaaagtg 27 



<210> 9 



Ala Phe Phe Arg Lys Ser His Leu Glu Thr His lie Val Ser His Ser 
65 70 75 80 



Glu Lys Lys Pro Phe His Cys Ser Val Cys Gly Lys Gly Val Asn Ser 
85 90 95 

Arg Gin His Leu Lys Arg His Glu lie Thr His Thr Lys Ser Phe Lys 
100 105 110 

Cys Thr Phe Glu Asn Cys Gin Glu Ala Phe Tyr Lys His Gin Ser Leu 
115 120 125 

Arg His His lie Leu Ser Val His Glu Lys Thr Leu Thr Cys Lys Gin 
130 135 140 

Cys Asn Lys Val Phe Thr Arg Pro Ser Lys Leu Ala Gin His Lys Leu 
145 150 155 160 

Lys His His Gly Gly Ser Pro Ala Tyr Gin Cys Asp His Pro Gly Cys 
165 170 175 

Phe Lys Asn Phe Gin Thr Trp Ser Val Leu Gin Phe His lie Lys Gin 
180 185 190 

Ser His Pro Lys Leu Lys Cys Pro Lys Cys Gly Lys Gly Cys Val Gly 
195 200 205 

Lys Lys Gly Leu Ser Ser His Met Leu Ser His Asp Asp Ser Thr Met 
210 215 220 

lie Lys lie Trp Thr Cys Asp Tyr Cys Asp Val Gly Lys Phe Ala Lys 
225 230 235 240 

Lys Asn Glu Leu Val Glu His Tyr Asn He Phe His Asp Gly Asn He 
245 250 255 

Pro Asp Asp Leu Leu Lys Glu Thr Glu Val Lys Lys Leu Glu Asn Leu 
260 265 270 

Leu Asp Gin Gly Ser Lys Leu Asn Asn Leu His Glu Leu Glu Thr Glu 
275 280 285 

Lys Leu Lys Val Glu Glu Asp Glu Glu Asp Glu Glu Asp Ser Leu Asp 
290 295 300 

Glu Lys Arg Ser Asp Val Arg Ser Asp Ser Met Ser Ala Gin Arg Ser 
305 310 315 320 

He Lys Ser Phe Thr Ala Ser Leu Glu Gly Ser Lys Ser Val Ser Lys 
325 330 335 

Leu He Ser Asn Ser Gly Lys Lys He Asn Cys Pro Lys Asn Asn Cys 
340 345 350 



Asp Arg Met Phe Ser Arg Glu Tyr Asp Leu Arg Arg His Leu Lys Trp 
355 360 365 



\ 

r 
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Pro Asp Asp Leu Leu Lys Glu Thr Glu Val Lys Lys Leu Glu Asn Leu 
260 265 270 

tta gat caa gga teg aaa tta aat aat ttg cat gaa tta gaa aca gag 864 
Leu Asp Gin Gly Ser Lys Leu Asn Asn Leu His Glu Leu Glu Thr Glu 
275 280 285 

aaa tta aaa gtg gaa gaa gat gaa gaa gat gaa gaa gat agt eta gat 912 
Lys Leu Lys Val Glu Glu Asp Glu Glu Asp Glu Glu Asp Ser Leu Asp 
290 295 300 

gaa aaa aga agt gat gtt aga tea gac tea atg tea get caa aga tea 960 
Glu Lys Arg Ser Asp Val Arg Ser Asp Ser Met Ser Ala Gin Arg Ser 
305 310 315 320 

ata aaa tea ttt act get tct ttg gaa ggt tea aag agt gtt tct aaa 1008 
He Lys Ser Phe Thr Ala Ser Leu Glu Gly Ser Lys Ser Val Ser Lys 
325 330 335 

ctt att ctg aat agt ggg aag aag ate aat tgt cct aag aat aat tgt 1056 
Leu He Ser Asn Ser Gly Lys Lys He Asn Cys Pro Lys Asn Asn Cys 
340 345 350 

gat aga atg ttt tct aga gaa tat gat tta cgt cga cat ttg aaa tgg 1104 
Asp Arg Met Phe Ser Arg Glu Tyr Asp Leu Arg Arg His Leu Lys Trp 
355 360 365 

cat gat gat aat tta caa aga att gag tea ttc tta aat agt ata gaa 1152 
His Asp Asp Asn Leu Gin Arg He Glu Ser Phe Leu Asn Ser lie Glu 
370 375 380 

aaa gaa gaa act cca gaa ggt gaa cca ttg gtt aaa aaa gee agg atg 1200 
Lys Glu Glu Thr Pro Glu Gly Glu Pro Leu Val Lys Lys Ala Arg Met 
385 390 395 400 

gat tta ttg cca aat gaa aca tea gtg att tct cga taa 1239 
Asp Leu Leu Pro Asn Glu Thr Ser Val He Ser Arg 
4 05 410 



<210> 3 
<211> 412 
<212> PRT 

<213> Candida albicans 
<400> 3 

Met Ser Glu Ser Asp Glu Thr Lys Ser lie Ser Ser Leu He Ser Ser 
15 10 15 

Ser Ser Ser Ser Arg Pro Lys Lys Tyr lie Cys Thr Tyr Glu Gly Cys 
20 25 30 

Asp Lys Ala Tyr Asn Arg Pro Ser Leu Leu Glu Gin His Leu Arg Thr 
35 40 45 

His Ser Asn Asp Arg Pro Tyr Lys Cys Thr Val Asp Asp Cys Asp Lys 
50 55 60 
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gat aaa gee tat aat cga cca tea tta tta gag caa cat tta aga acc 144 
Asp Lys Ala Tyr Asn Arg Pro Ser Leu Leu Glu Gin His Leu Arg Thr 
35 40 45 

cac agt aat gat cga ccg tat aaa tgt aca gtg gac gat tgt gat aaa 192 
His Ser Asn Asp Arg Pro Tyr Lys Cys Thr Val Asp Asp Cys Asp Lys 
50 55 60 

gca ttt ttc aga aaa tea cat ttg gaa aca cat azt gta tea cat tec 240 
Ala Phe Phe Arg Lys Ser His Leu Glu Thr His He Val Ser His Ser 
65 70 75 80 

gaa aaa aaa cca ttc cat tgt tea gtg tgt ggt aaa ggg gtt aat tct 288 
Glu Lys Lys Pro Phe His Cys Ser Val Cys Gly Lys Gly Val Asn Ser 
85 90 95 

cga caa cac ttg aaa aga cat gaa ate acc cat aca aag tea ttt aaa 336 
Arg Gin His Leu Lys Arg His Glu He Thr His Thr Lys Ser Phe Lys 
100 105 110 

tgt aca ttt gaa aat tgt caa gaa gca ttt tat aaa cat caa tct tta 384 
Cys Thr Phe Glu Asn Cys Gin Glu Ala Phe Tyr Lys His Gin Ser Leu 
115 120 125 

aga cat cat ata tta tct gtt cat gaa aaa aca tta acg tgt aaa caa 432 
Arg His His He Leu Ser Val His Glu Lys Thr Leu Thr Cys Lys Gin 
130 135 140 

tgt aat aaa gtt ttc act cga cct tea aaa tta gca caa cat aaa tta 480 
Cys Asn Lys Val Phe Thr Arg Pro Ser Lys Leu Ala Gin His Lys Leu 
145 150 155 160 

aaa cat cat ggt gga tct cct get tat caa tgt gat cat cct ggt tgt 528 
Lys His His Gly Gly Ser Pro Ala Tyr Gin Cys Asp His Pro Gly Cys 
165 170 175 

ttt aaa aat ttc caa act tgg tea gta tta caa ttt cat ata aaa caa 576 
Phe Lys Asn Phe Gin Thr Trp Ser Val Leu Gin Phe His He Lys Gin 
180 185 190 

ctg cat cca aaa ctt aaa tgt cct aaa tgt ggt aaa ggt tgt gtt ggg 624 
Ser His Pro Lys Leu Lys Cys Pro Lys Cys Gly Lys Gly Cys Val Gly 
195 200 205 

aaa aaa ggt tta tct tea cat atg tta agt cat gat gat tct acc atg 672 
Lys Lys Gly Leu Ser Ser His Met Leu Ser His Asp Asp Ser Thr Met 
210 215 220 

ate aaa ata tgg act tgt gat tat tgt gac gcg ggg aaa ttt gca aag 720 
He Lys He Trp Thr Cys Asp Tyr Cys Asp Val Gly Lys Phe Ala Lys 
225 230 235 240 

aaa aat gaa tta gtt gaa cat tat aat ate ttc cat gat ggt aat ate 768 
Lys Asn Glu Leu Val Glu His Tyr Asn He Phe His Asp Gly Asn He 
245 250 255 

cct gat gat tta tta aag gaa act gaa gtg aaa aaa tta gag aac eta 816 



aaaaaaaacc 


attccattgt 


tcagtgtgtg 


g taaaggggt 


t aa tt ctcga 


caacacttga 


1020 


aaagacatga 


aatcacccat 


acaaagtcat 


ttaaatgtac 


atttgaaaat 


tgtcaagaag 


1080 


cattttataa 


acatcaatct 


ttaagacatc 


atatat tatc 


tgttcatgaa 


aaaacattaa 


1140 


cgtgtaaaca 


atgtaataaa 


gttttcactc 


gacct tcaaa 


at t agcacaa 


cataaattaa 


1200 


aacatcatgg 


tggatctcct 


gcttatcaat 


gtgat cat cc 


tggttgtttt 


aaaaatttcc 


1260 


aaacttggtc 


agtattacaa 


tttcatataa 


aacaactgea 


tccaaaactt 


aaatgtccta 


1320 


aatgtggtaa 


aggttgtgtt 


gggaaaaaag 


gtttatcttc 


acatatgtta 


agtcatgatg 


1380 


attctaccat 


gatcaaaata 


tggacttgtg 


attattgtga 


tgtggggaaa 


tttgeaaaga 


1440 


aaaatgaatt 


agttgaacat 


tataatatct 


tccat gat gg 


t aatat ccct 


gatgatttat 


1500 


taaaggaaac 


tgaagtgaaa 


aaattagaga 


acctat taga 


tcaaggatcg 


aaattaaata 


1560 


atttgcatga 


attagaaaca 


gagaaat taa 


aagtggaaga 


agatgaagaa 


gatgaagaag 


1620 


atagtctaga 


tgaaaaaaga 


agtgatgtta 


gatcagactc 


aatgtcagct 


caaagatcaa 


1680 


taaaatcatt 


tactgettet 


ttggaaggtt 


caaagagtgt 


ttctaaactt 


attctgaata 


1740 


gtgggaagaa 


gatcaattgt 


cctaagaata 


at tgtgatag 


aatgttttct 


agagaatatg 


1800 


atttacgtcg 


acatttgaaa 


tggcatgatg 


at aatttaca 


aagaattgag 


tcattcttaa 


1860 


atagtataga 


aaaagaagaa 


actccagaag 


gtgaaccatt 


ggttaaaaaa 


gecaggatgg 


1920 


atttattgcc 


aaatgaaaca 


tcagtgattt 


ctcgataata 


tacatttaaa 


attatattaa 


1980 


catttttatt 


tcctttaatt 


tttatttttt 


gtgggctttt 


tattttacat 


tatttaactt 


2040 


gacatattac 


tct cttaatg 










2060 


<210> 2 
<211> 1239 
<212> DNA 

<213> Candida albicans 












<220> 
<221> CDS 
<222> (1) . . 


(1236) 












<400> 2 
atg agt gaa 
Met Ser Glu 
1 


agt gac gaa acc aaa teg ata tea 
Ser Asp Glu Thr Lys Ser lie Ser 

5 10 


tct tta ata 
Ser Leu lie 


tct tct 
Ser Ser 
15 


48 


tct tct tea 
Ser Ser Ser 


tea cgt ccc aaa aag tat att tgc 
Ser Arg Pro Lys Lys Tyr lie Cys 
20 25 


aca tat gaa 
Thr Tyr Glu 
30 


ggg tgt 
Gly Cys 


96 
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<211> 27 

<212> DNA 

213> Candida albicans 
<400> 9 

gctgagctcg agtattatcg agaaatc 27 



